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Abstract
Multiple neurological disorders are characterized by the abnormal accumulation of protein
aggregates and the progressive impairment of complex behaviors. Our Drosophila studies
demonstrate that middle-aged wild-type flies (WT, ~4-weeks) exhibit a marked accumula-
tion of neural aggregates that is commensurate with the decline of the autophagy pathway.
However, enhancing autophagy via neuronal over-expression of Atg8a (Atg8a-OE) reduces
the age-dependent accumulation of aggregates. Here we assess basal locomotor activity
profiles for single- and group-housed male and female WT flies and observed that only mod-
est behavioral changes occurred by 4-weeks of age, with the noted exception of group-
housed male flies. Male flies in same-sex social groups exhibit a progressive increase in
nighttime activity. Infrared videos show aged group-housed males (4-weeks) are engaged
in extensive bouts of courtship during periods of darkness, which is partly repressed during
lighted conditions. Together, these nighttime courtship behaviors were nearly absent in
youngWT flies and aged Atg8a-OE flies. Previous studies have indicated a regulatory role
for olfaction in male courtship partner choice. Coincidently, the mRNA expression profiles
of several olfactory genes decline with age in WT flies; however, they are maintained in
age-matched Atg8a-OE flies. Together, these results suggest that middle-aged male flies
develop impairments in olfaction, which could contribute to the dysregulation of courtship
behaviors during dark time periods. Combined, our results demonstrate that as Drosophila
age, they develop early behavior defects that are coordinate with protein aggregate accu-
mulation in the nervous system. In addition, the nighttime activity behavior is preserved
when neuronal autophagy is maintained (Atg8a-OE flies). Thus, environmental or genetic
factors that modify autophagic capacity could have a positive impact on neuronal aging and
complex behaviors.
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Introduction
Diverse model organisms and humans exhibit an age-related decline in the function of the ner-
vous system. This can lead to the progressive impairment of a range of adult behaviors that can
include locomotion, learning, memory, circadian, and/or sleep-based activities [1–7]. There is
a growing awareness that pathways linked to protein homeostasis can influence the overall
maintenance and the relative rate at which the adult nervous system ages [8–11]. This includes
the bulk macroautophagy pathway (autophagy), which is essential for mediating several stress
responses and for long-term cellular homeostasis. In addition, there are selective forms of
autophagy that are critical for clearance of protein aggregates from neural tissues (aggrephagy)
[8–11]. By using a customized sequential detergent extraction method, we have demonstrated
that neural extracts from normal wild-type (WT) flies exhibit an accumulation of Ref(2)P and
insoluble ubiquitinated proteins (IUP) with age, which peaks in middle-aged flies (~4-weeks)
[9, 12–14]. We have also demonstrated that mutations in autophagy genes (Atg8a, bchs) can
accelerate the build-up of protein aggregates in the adult Drosophila nervous system [13, 15,
16]. In contrast, long-lived insulin signaling mutants (chico, IRS homologue) and flies that
have transgenic overexpression of the Atg8a gene in neural tissues (APPL-Gal4/UAS-Atg8a,
Atg8a-OE) have reduced IUP and Ref(2)P profiles even at advanced ages (>7-weeks) [9, 16].
This indicates that autophagic capacity can modulate the rate at which neural aggregates form
in the fly brain. The impact of neural aging, autophagic capacity, and aggregate formation on
the behaviors of middle-aged adult Drosophila has not been examined in detail.
Previous studies have identified several adult Drosophila behaviors that show progressive
changes or degeneration. For example, alterations to locomotion (flight, running, jumping) [1, 2,
7, 17], species-specific courtship behaviors [18–20], learning and memory [5, 21], and circadian
and sleep-based activities have been illustrated [22–24]. While Drosophila behaviors may show
strain dependent differences, each individual activity typically shows its own unique decay profile
as the flies grow older. From previous studies the decline in the startle-induced locomotion and
negative geotaxis response (NGR) tends to degenerate at relatively early ages (2 to 3-weeks) [1, 3,
25], while behaviors linked to sleep and circadian systems are often maintained in much older
flies (6 to 7-weeks) [22, 23, 26]. Given that the autophagic machinery of the nervous system has
been shown to impact the build-up of neural aggregates, we were interested in examining the
pathway’s influence on the progression of degenerative behaviors [27, 28].
Therefore, we have expanded our previous examination of autophagy in the nervous system
and assessed the influence that aging and elevated Atg8a levels have on the degeneration of adult
fly behaviors [9, 12, 16]. During this study, we also identified a novel age-dependent, male-specific
behavior that only occurs in social settings, which represents a progressive increase in nighttime
activity. This phenotype is associated with a dysregulation in male courtship activities [18, 24, 29–
32]. We find that with age (up to 4-weeks) there is a significant degeneration in male nighttime
activity profiles. In contrast, the progressive dysregulation of male courtship is blunted in aged
Atg8a-OEmale flies, which maintain a more youthful phenotypic profile at 4-weeks of age, even
though they start with normal behavior profiles at 1-week. These studies indicate that factors that
promote autophagic capacity in the aging nervous systemmay have a positive impact, not only
on neural aggregate accumulation, but also the maintenance of complex adult behaviors.
Material and Methods
Drosophila stocks and culturing conditions
The Canton-S, w1118, and UAS-GFP-Atg8a lines were obtained from the Bloomington Stock
center (Bloomington, IN, USA, flybase.org) and the APPL-Gal4 pan-neural stock was a gift
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from Dr. Kaplana White (Brandeis University, MA, USA) [15, 16]. These lines have been previ-
ously described and were from out-bred isogenic stocks. Additional Canton-S and w1118y1
stock lines were obtained from Dr. Sanford Bernstein’s laboratory (San Diego State University,
CA, USA). For most of these studies, wild-type control flies were F1 offspring generated from
crosses between Canton-S (CS) females and w1118 males (w1118/+). All other fly genotypes were
out-crossed with the w1118 strain for 10 generations and restocked as previously described [15,
16]. Male and female w1118/+ flies were collected within 24-hr of eclosion and aged in same-sex
cohorts containing 25 individuals. Flies were aged on standard lab media (agar, molasses, yeast,
cornmeal, propionic acid, nipagin) at 25°C in 70% humidity and entrained using a 12-hr light-
dark cycle. Groups of flies were turned onto fresh food vials twice weekly until used at defined
ages.
Antibodies and Protein Analysis
The full length refractory to sigma P (Ref(2)P) cDNA sequence was cloned from a Drosophila
cDNA library into the pGEX-6P-2 expression vector (GE Healthcare Life Sciences, Piscataway,
NJ, USA) using standard procedures and reagents [13]. Sequencing was performed to confirm
the correct sequence (Eton Biosciences, San Diego, CA, USA). Expression of the recombinant
Ref(2)P protein was induced by IPTG in BL21-Gold competent cells. Bacteria were lysed in 2X
Laemmli Buffer and run on a 10% Tris-Glycine Preparatory Gel (Bio-Rad, Hercules, CA,
USA). Gel fragments containing the recombinant protein were excised and used by ProSci, Inc.
(Poway, CA, USA) for injection into rabbits using standard protocols. The polyclonal antise-
rum recognized a ~100kDa protein in neural extracts, which is absent in Ref(2)P-null flies
(data not shown). This profile was similar to that seen with other previously reported anti-Ref
(2)P antibodies [9, 33–35].
For protein aggregate analysis, w1118/+ male flies at different ages were collected, flash fro-
zen, and stored at -80°C. Heads were separated from bodies and homogenized using a Bead
Ruptor-24 System (Omni International, Kennesaw, GA, USA) before sequential extraction in
standard Triton X-100 (1.0%) and sodium dodecyl sulfate (SDS) (2.0%) buffers [12, 13]. Pro-
tein concentrations for each sample were determined using the DC Protein assay (Bio-Rad).
For Western analysis, 20μg of total protein was loaded per sample and resolved on a 10% Bis-
Tris gel (Bio-Rad), followed by electro-blotting onto Immobilon-P membranes (Millipore
Corp., Billerica, MA, USA) using the Trans Blot Turbo system (Bio-Rad) [12, 13]. Blots were
sequentially probed using anti-Ref(2)P, anti-Ubiquitin (P4D1, Cell Signaling Technology,
Danvers, MA, USA) and anti-Actin (13E5, Cell Signaling) antibodies at a 1:1,000 dilution [9,
12, 13]. Blots were developed using Thermo Scientific West Dura Substrate (Thermo Scien-
tific/Pierce, Rockford, IL, USA) and the ChemiDoc digital Imaging System and Quantity One
software (Bio-Rad).
Negative Geotaxis Response
The Drosophila negative geotaxis response is a commonly assayed behavior. It involves the
mechanical stimulation of an innate escape response. We designed a Rapid Iterative Negative
Geotaxis (RING) apparatus illustrated in (S1 Fig), which holds 1–7 glass cylinders (3.5cm
diameter x 13cm height) [1, 25]. Groups of 10–25 flies are tapped down to the bottom of a con-
tainer (coated with 1% agar) and allowed to climb upward. Digital images were taken at a pre-
defined time periods (5 seconds) using a Nikon Coolpix L18 camera. Fly cohorts are allowed to
rest for 1 minute between 4 replicate runs [1, 25]. From the digital images, individual flies were
scored for the distance traveled, ranging from 0 = bottom to 6 = top of each tube. Replicate
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runs are used to establish the average climbing index (CI) for each cohort. Graphpad software
was used for statistical analysis and to establish P-values between the different test conditions.
24-hour activity profiles
Male and female flies were collected within 4-hr of eclosion and aged in cohorts of 25, using
standard media and husbandry conditions. All flies were entrained using 12-hr light and 12-hr
dark conditions (LD), with lights-on starting at 8:00am and lights-off at 8:00pm [23, 36–38].
For single fly analysis, individual flies were transferred to polycarbonate tubes (5mm x 65mm)
and placed into a DAM5 System (Trikinetics Inc., Waltham, MA, USA), which are designed
with infrared beams crossing a center point. Fly movements interrupt the beam and are regis-
tered and collected as activity events and initially analyzed using DAM System3 program. Fol-
lowing overnight recovery, the activity profiles of flies were initially monitored consecutively
for 48 hours using 24-hr LD conditions. The activity profiles of same sex group-housed flies
were examined using the LAM25 systems (Trikinetics Inc.). Following an initial optimization,
we selected 10 flies per vial as the grouped-housed assay condition. Flies were placed into stan-
dard vials (2.5cm x 8.5cm) containing media, allowed to recover overnight, before being moni-
tored consecutively for 48 hours under a 12-hr light-dark cycle (LD), constant darkness (DD)
or constant lighted (LL) conditions.
Data sets were collected using Trikinetics software and analyzed using a custom-designed
Python program and Microsoft Excel software to determine activity during each specified time
period. Plots of average activity profiles and graphs were generated using Excel software.
“Light” is the activity measured between 8:00am and 8:00pm (ZT0-12). “Dark” time periods
refers to the activity measured from 8:00pm to 8:00am with lights off (ZT12-24). Young male
and females flies showed the lowest activity levels (highest level of sleep consolidation) during
the ZT15-21 time periods (11:00pm to 5:00am), which was selected as the “mid-dark” time
period. Summary profiles include analysis of daily average activity profiles during ZT0-12,
ZT12-24 and ZT15-21 time periods. Both single and group-housed activities are presented as
average activity/fly/day.
Sleep Behavior Profiles
For sleep analysis, 1-week and 4-week old male and female flies were monitored in DD condi-
tions at 25°C using the DAM systems as previously described. Briefly, locomotor activity was
collected in 1-min bins for the 5 days in DD and analyzed using the MATLAB-based software
developed by Dr. William Joiner [39–41]. Activity counts were collected in 30-min bins in DD
over a 5-day period. The total sleep, the average length of sleep bouts, and the number of sleep
bouts were calculated based on the sleep definition as a period of 5 or more minutes of behav-
ioral immobility [39–41]. Mean waking activity was calculated by the mean number of times a
fly crosses the beam in the 1-min bins that are classified as ‘waking’, i.e. not immobile. All
behavior data (daily total sleep, waking activity, daily total activity) are expressed as mean val-
ues per fly. Each measure was computed separately for each fly and each day, and the mean
and SEM for each group was calculated for each day.
Sleep Arousal Profiles
1-week and 4-week male and female flies were collected within 4-hr of eclosion, aged and
loaded into activity tubes containing standard fly media. Animals were then entrained for 2
days using standard 12-hr LD conditions. All arousal measurements were then carried out at
25°C in entrained LD conditions using DAM5 monitors (Trikinetics) placed in a custom-built
programmable shaking apparatus. This system permits variable one-dimensional oscillations
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at increasing frequency strengths or revolutions (Hertz, Hz) [40, 41]. Direction of movement is
perpendicular to the direction of activity tubes to avoid movement artifacts and occur at
30-min intervals between ZT17-19 (dark conditions) [40, 41]. Prior control experiments indi-
cated that 30 minutes is sufficient time for all responsive flies to fall asleep. Nonetheless, ani-
mals that moved across an infrared beam bisecting each tube within 10 minutes prior to
stimulation were excluded from the analysis. Percent responsiveness was calculated as the frac-
tion of total remaining flies that moved within 5 minutes of stimulation and was averaged over
3 successive days for each experimental run. The proportion of flies that wake or become
aroused is presented for each stimulus intensity level (Hz) [38, 42, 43].
Infrared imaging of male behaviors
Fly media was placed into 12-well tissue culture dishes (2.4cm x 1.5cm). 10 male flies were
place into individual wells and allowed to acclimate under standard 12-hr LD conditions. 1 and
4-week old WT (w1118/+) and 4-week APPL-Atg8a/UAS-GFP-Atg8a (Atg8a-OE) male flies
were recorded using a Motic Ecoline Hand Held Digital Inspection Camera (1.3MP) and Moti-
cEco Tool recording software. Ambient lighting was used for filming during the subjective day
(ZT4 or noon) and infrared lighting (LED strip, www.ledlightsworld.com) for dark time peri-
ods (ZT16 or mid-night) [44, 45]. Flies were allowed to range freely and behaviors were
recorded for 1-hr intervals starting at 12:00pm (ZT4) and 12:00am (ZT16). Still images were
obtained using iMovie and CyberLink PowerDirector 10 video editing software.
Quantitative PCR
Flies from different genotypes and ages were collected, flash frozen and stored (-80°C). Three
independent mRNA extractions (Trizol, Life Technologies, Inc., Grand Island, NY, USA) and
cDNA libraries (25 heads) were prepared for each fly genotype and age [9, 16]. cDNA libraries
were generated using the RevertAid First Strand cDNA Synthesis kit, with a combination of
random hexamer and oligo-dT primers (Thermo Scientific, Pittsburg, PA, USA). Quantitative
PCR was performed on a CFX Connect Real-Time PCR Detection System (Bio-Rad) and Sensi-
Mix SYBR kit reagents (Bioline USA Inc., Taunton, MA, USA). Melt curve analyses of all
qPCR products were done to confirm the production of a single DNA duplex and each cDNA
library sample was assayed in triplicate. The Pfaffl method was used to quantitate measure-
ments and the expression profiles of Actin5c was used as a reference gene [9, 16]. Relative
mRNA levels of 1-week old w1118/+ flies for each mRNA type was set to 1.0 and subsequent
expression levels from different fly ages and genotypes were expressed as normalized values.
Primer sequences for individual genes are available upon request.
Statistical Analysis
Data analysis of activity profiles and graphs were generated using Microsoft Excel software and
figures assembled using Adobe Photoshop and Canvas illustrating software. Statistical analyses
between groups were performed using the Prism/GraphPad software and Student’s T-test
(two-tailed, unpaired). All values are reported as means ± SEM.
Results
Aging and Neural Aggregate Accumulation
We have previously shown that by using a sequential protein extraction method (1% Triton X-
100 and 2% SDS buffers), we can reproducibly detect the buildup of insoluble aggregate-like
proteins in neural tissues from adult Drosophila [9, 12, 13]. In the SDS-soluble fraction (Triton
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X-100 insoluble fraction), this includes an age-related increase in insoluble ubiquitinated pro-
teins (IUP) and Ref(2)P (aggregate marker and p62-SQSTM1 homologue) [46]. Our work has
primarily focused on the aggregate profiles of aging female flies [9, 13]. In this study we exam-
ined the aggregate profiles in head preparations isolated fromWTmale flies at different ages.
As was seen with female flies, the Triton X-100 soluble fraction prepared from males (1-day to
4-weeks) shows only minor age-related changes in ubiquitinated and Ref(2)P protein profiles
(Fig 1A). Conversely, we detect a sharp increase in IUP and Ref(2)P levels in the SDS-soluble
extracts as early as 2-weeks, which becomes extensive by 4-weeks of age (Fig 1B). The time
frame of aggregate accumulation coincides with the decline in clearance pathways [16]. There-
fore, in subsequent studies 4-weeks was used as the upper age range to identify and characterize
early behavior defects occurring in middle-aged flies.
Aging and the Drosophila Negative Geotaxis Response
The Drosophila startle-induced locomotion, negative geotaxis response (NGR) is used exten-
sively to examine locomotor-based behavior profiles of free moving adult flies [1–3, 25]. Using
the rapid iterative negative geotaxis (RING) system (S1 Fig) several human neural degenera-
tion models have been examined, where the NGR of flies was used to assess the impact that
cytotoxic proteins (hMAPT, amyloid beta, PolyQ) or potential protective factors have on neu-
ral function [7, 47, 48]. In addition, NGR studies are used to examine the impact that genetics,
aging or exercise training has on the performance of complex behaviors [1, 25, 49]. We find
both fly sexes show similar climbing indexes (CI) or NGR profiles, with the smaller male flies
initially climbing more quickly than the heavier females (Fig 2 and S1A Table). At 2-weeks,
female flies show a slight but reproducible increase in the NGR (Fig 2). At 4-weeks of age flies
from both sexes exhibit a precipitous decline in climbing abilities (~50%) (Fig 2). The age-
Fig 1. Progressive accumulation of neural aggregates in normal aged Drosophila. Sequential protein
extracts were prepared from adult male fly heads at different ages (1-day to 4-weeks) and used for Western
blot analyses of Ref(2)P and ubiquitinated proteins. The Triton-X Fraction contains the Triton X-100 soluble
proteins, while the SDS Fraction identifies the Triton X-100 insoluble/SDS-soluble proteins that have taken
on aggregate-like characteristics.
doi:10.1371/journal.pone.0132768.g001
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related reduction in NGR profiles coincides with the normal buildup of neural aggregates, as
seen in Fig 1 [9, 16].
Aging and Adult Activity Profiles
Other adult Drosophila behaviors that have been extensively studied include the 24-hr activity
and circadian cycle profiles [22, 37]. These are conserved behaviors that are highly reproduc-
ible and can be influenced by a wide range of factors that include genetics, drugs and aging [22,
40, 50–52]. In addition, the use of Drosophila activity monitors (DAM) makes high-through-
put analyses possible by detecting and recording the activity of single- or group-housed flies as
they cross a centered infrared beam(s). For our initial studies we used a standard 12-hr light-
dark cycle (LD) to examine the activity profiles of single-housed male and female flies between
1 to 4-weeks of age. We find male and female flies have unique sex-specific behavior profiles
that include activity peaks at morning and evening LD transition periods (Fig 3A and 3B).
Generally, male flies demonstrate an extended mid-day period of inactivity or a “siesta” (yellow
bar area, ZT0-12, Fig 3A), while females tend to be active throughout the lighted time periods
(Fig 3B). Both sexes show little activity during dark periods (black bar area, ZT12-24), indicat-
ing that they are engaged in extensive periods of rest or sleep (Fig 3A and 3B). To exclude
morning or evening anticipatory locomotion, we also examined activity levels during a 6-hr
mid-dark time period (ZT15-21, S2A and S2B Fig), which corresponds to the time when sev-
eral WT strains exhibit extended bouts of inactivity and is typically associated with sleep con-
solidation [22, 41]. Over the 4-weeks of testing, single-housed flies from both genders
demonstrate a modest reduction in both day and nighttime activity profiles (Figs A-B in S2
Fig and S2A and S2B Table). This suggests that normal basal activity is not notably impacted
during the time when neural aggregates accumulate. These results are consistent with other
studies that show total daily activity tends to decline at later ages (6 to 7-weeks) [22, 23, 26, 36,
42, 53].
We also used the large activity monitor (LAM) system to examine the effect that group
housing or social interactions have on behaviors linked to 24-hr activity profiles. Flies in single
sex groups (10 per vial) were assayed using standard 12-hr LD assay conditions. Grouped-
housed females (1 to 4-weeks) and young group-housed males (1-week) show activity patterns
that are similar to those of single-housed fly cohorts (Fig 3C and 3D). However, we observed
that as group-housed male flies age, they show an unexpected change in nighttime behavior
Fig 2. Aging and the negative geotaxis response (NGR) of adult Drosophila. The NGR of outcrossed
wild-type control male and female flies (w1118/+) was used to determining changes in average climbing index
(CI, distance traveled within 5 seconds) between the ages of 1 and 4-weeks. *** P 0.001. See S1 Fig for
the design of the NGR apparatus and additional details.
doi:10.1371/journal.pone.0132768.g002
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patterns (ZT12-24, Fig 3C). Starting as early as 2-weeks, male flies have an increase in night-
time activity, while daytime profiles remain fairly constant (Fig 3C and 3E). By 4-weeks this
behavior is further exacerbated during the dark (ZT12-24) and mid-dark (ZT15-21) time peri-
ods (Fig 3C and 3E, and S2C and S2D Table). Group-housed female flies show only minor
age-related changes to locomotion-based activity, with little to no change in nighttime behav-
iors (Fig 3D and 3F). This indicates that the male-specific behavior phenotype is revealed
under conditions that permit social interactions. Like the age-related decline in the NGR, the
timing of this progressive male-specific phenotype also parallels the buildup of neural aggre-
gates in normal aged Drosophila [9, 12]. To confirm the progressive nighttime behavior is not
unique to the w1118/+ genotype, we examined group-housed male flies from the Canton-S,
w1118y1, and w1118 strains. Indeed, by 4-weeks of age all group-housed males show a significant
Fig 3. The LD activity profiles of single and group-housedmale and female flies.Male and female
control flies (w1118/+) were aged, entrained and assayed between the ages of 1 to 4-weeks. Flies were
assayed singly or in large group activity monitors (10 per vial) for 48 hours under standard 12-hr lights on,
12-hr lights off (LD) conditions. Yellow and black bars indicate day (8:00am to 8:00pm) and night (8:00pm to
8:00am) time periods, respectively. Activity is presented as an average per individual fly. (A-B) The average
activity or actogram profiles of single-housedWT (w1118/+) male and female flies, between 1 to 4-weeks of
age. (C-D) The average activity profiles of group-housed male and female from 1 to 4-weeks of age. (E-F)
The average activity levels of group-housed male and female flies (per fly) during day (ZT0-12), night (ZT12-
24) and mid-dark (ZT15-21) time periods. * P 0.05, ** P 0.01 and *** P 0.001. See S2 Fig and S2
Table for additional information.
doi:10.1371/journal.pone.0132768.g003
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3 to 4-fold increase in nighttime (mid-dark) activity when compared to 1-week old cohorts
(S3 Fig).
Age-related changes to the sleep profiles
Progressive problems with sleep and its consolidation are common features of aging and are
closely associated with many human neurological disorders. Therefore, we examined if the
development of this progressive male-specific phenotype may be attributed to age-related
changes to sleep. We used the DAM system to assess the sleep behavior of LD entrained single-
housed male and female flies at 1 and 4-weeks of age, under constant dark conditions (DD, see
methods). Representative actogram and average sleep profiles (30-min bins) are illustrated in
Fig 4A–4D. Although male and female flies show different subjective morning and evening
activity peaks in DD conditions, there are minimal age-related changes to overall sleep profiles
(Fig 4C and 4D). The average 24-hr total sleep (min), daily activity, and waking activity levels
remain constant with age within a gender (Figs A-C in S4 Fig). These results are similar to
other studies demonstrating that sleep-related behaviors remain fairly constant within 4-weeks
of age and primarily degrade at much later ages [22, 50]. Since we only detect this novel behav-
ior phenotype in middle-aged group-housed male flies, we hypothesized that transient social
interactions with other flies could contribute to an increase in nighttime activity. Therefore, to
Fig 4. Sleep and arousal thresholds of aging Drosophila. Fully LD entrained single-housed female and
male flies (w1118/+) were assayed for 5 days using constant DD conditions. Representative double-plotted
actograms of individual (A) female or (B) male flies, at 1 or 4-weeks of age. (C-D) Corresponding hypnograms
illustrate average sleep profiles of young (1-week) and middle-aged (4-weeks) flies (sleep or inactivity per
30-min bins). CT0-12 depicts subjective daytime sleep and CT12-24 depicts subjective nighttime sleep
patterns. (E-F) Young (1-week) and middle-aged (4-weeks) female and male flies were assayed using
standard LD conditions over 3 consecutive days. The percentage of files aroused after receiving stimuli of
varying intensities is shown for the dark ZT17-19 time period.
doi:10.1371/journal.pone.0132768.g004
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 9 / 20
test whether aged flies become more sensitive to external stimuli, thus causing an increase in
waking activity, we examined the arousal threshold of male and female flies at 1 and 4-weeks.
While 4-week old female flies showed a modest decrease in arousal thresholds during nighttime
periods (ZT12-24), male profiles remain unchanged (Fig 3E and 3F). Together, these studies
indicate the increase in nighttime activity seen in middle-aged group-housed male flies is not
likely due to progressive defects in pathways regulating sleep and arousal.
Male-specific degenerative behavior phenotype
To determine whether visual input has an influence on the male-specific phenotypes, we
assayed LD entrained group-housed flies using the LAM system for 48 hours using constant
light (LL, yellow bar) or dark (DD, black bar) conditions (Fig 5). Males assayed in constant LL
conditions show a reduction in entrained behaviors and were active throughout the entire
24-hr circadian time cycle (CT) (Fig 5A and 5B). At 4-weeks of age, grouped males exhibited a
2-fold increase in activity during each time period (CT0-12, CT12-24, CT15-21, Fig 5A and
5B). Interestingly in DD conditions, 4-week old males become highly active over the entire
24-hr test period, showing a 3 to 5-fold increase in total activity for each time period assessed
(Fig 5C and 5D). These studies suggest that visual input can reduce, at least in part, the hyper-
activity seen in group-housed 4-week old male flies [29–32, 54].
Transgenic rescue of male-specific behavior
Given the positive effect that pan-neural expression of Atg8a has on lifespan [16] and neural
aggregate profiles [9, 16], we wanted to determine if Atg8a-OE flies show a reduction in male-
specific nighttime activity. Group-housed APPL-Gal4/+, UAS-Atg8a-GFP/+ and Atg8a-OE
(APPL-Gal4/UAS-GFP-Atg8a) male flies were maintained in 12-hr LD conditions and exam-
ined using the LAM systems (Fig 6). At 1-week of age, males from each genotype exhibited
normal behavior patterns with morning and evening activity peaks and extended periods of
Fig 5. Activity profiles of group-housedmale files in LL and DD conditions.Male flies (w1118/+) were
entrained in LD conditions before being assayed in constant light (LL) or dark (DD) conditions for 48 hours, at
1 and 4-weeks of age. The average activity profiles of male flies assayed in constant (A-B) LL and (C-D) DD
conditions. *** P 0.001.
doi:10.1371/journal.pone.0132768.g005
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inactivity during mid-day (ZT3-9) and the mid-dark (ZT15-21) time periods (Fig 6A and 6B).
Although, UAS-Atg8a-GFP/+males have elevated daytime activity, there was no difference in
nighttime activity (ZT12-24 and ZT15-21) between the genotypes (Fig 6A and 6B). However,
by 4-weeks, the Atg8a-OE male flies exhibited a significant reduction in nighttime activity
compared to control lines (Fig 6C and 6D). These results suggest that factors that reduce neu-
ral aggregate loads, such as pan-neural expression of Atg8a, can preserve the age-dependent
decline of complex behaviors during the critical 3 to 4-week time period.
Video image analysis of male nighttime behaviors
Our analysis indicates middle-aged male flies have normal sleep patterns and visual input can
partly suppress this novel nighttime activity phenotype. To identify the underlying cause of
middle-aged male hyperactivity, we recorded groups of flies using regular and infrared video
imaging techniques [44, 45]. 1 and 4-week old WT (w1118/+) male flies maintained in 12-hr LD
conditions were recorded at ZT4 (light period) and ZT16 (dark period) for 1 hour. Since pan-
neural expression of Atg8a suppressed the male nighttime behavior phenotype (Fig 6C and
6D), we also examined 4-week old Atg8a-OE male flies. Representative still-images from the
ZT16 time period (dark) were prepared, illustrating the type of behaviors exhibited by normal
4-week old males (w1118/+, Fig 7A–7C and S5 Fig). These behaviors included courting groups
or “chains” of male flies (Fig 7A), wing extension or singing (arrows, Fig 7B), and copulation
attempts (arrows, Fig 7C). During lighted conditions, the level of courtship behaviors was min-
imal for males from all three groups (Fig 7D). However, during dark periods, middle-aged
group-housed WTmales show extensive bouts of male courtship behaviors. These behaviors
are significantly repressed or absent in young WT flies (1-week) and age-matched Atg8a-OE
Fig 6. Enhanced neural autophagy rescuesmale nighttime wakefulness. 1 and 4-week old group-
housed Appl-Gal4/+, UAS-GFP-Atg8a/+ and Appl-Gal4/ UAS-GFP-Atg8a (Atg8a-OE) transgenic male flies
were assayed using standard LD conditions. Yellow and black bars indicate day (8:00am to 8:00pm) and
night (8:00pm to 8:00am) time periods, respectively. Activity is presented as an average per individual fly.
(A-B) The average activity profiles of group-housed male flies at 1-week. (C-D) The average activity profiles
of group-housed male flies at 4-weeks. **P 0.01 and *** P 0.001.
doi:10.1371/journal.pone.0132768.g006
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males (4-weeks, Fig 7D). Overall, the level of courtship is consistent with the elevated activity
profiles obtained using the LAM system. Taken together these findings indicate that visual
input remains partly effective in suppressing the courtship behaviors in older males. Since mid-
dle-aged flies appear to have normal vision, it suggests that other sensory systems, such as
olfaction, may be impacted by aging and the accumulation of neural aggregates [18, 32].
Age-dependent changes to olfactory expression profiles
The neurological basis of male reproductive behaviors and the selection of courtship partners
have been studied extensively [18, 32]. Along with visual cues, male flies heavily rely on olfac-
tory signals and species- and sex-specific pheromone profiles to select and court appropriate
partners [29, 30, 32, 54]. Mutational analyses have shown several olfactory components, and
associated neural circuitry pathways, can alter male fly reproductive behavior profiles and
partner selection [18, 19, 29, 31, 32]. As part of ongoing RNA sequencing studies, we identi-
fied different olfactory pathway components that demonstrate an age-dependent change
in mRNA expression profiles. Using qPCR we determined that the mRNA profiles of the
Fig 7. Age-dependent increase in male courtship behaviors. Still images, representing individual
courtship behaviors of group-housed male flies (4-weeks) were made from infrared video recordings taken
during periods of darkness (midnight to 1:00am). Recordings and images of 4-week old WTmales show
extensive male courtship, which include (A) multi-male courtship bouts or chaining behaviors, (B) wing
extension or male courtship singing (arrows) and (C) attempts to copulation (arrows). (D) The average
number of male courtship events that occurred during light (noon) and dark (midnight) time periods were
determined for 1 and 4-week control (w1118/+) and Atg8a-OE (4Wk Rescue) male flies. (E) RNA was
isolated from adult fly heads and used to examine the expression profiles of theObp56g, Obp57a,Obp57c
and Obp99b genes in young (1-week) and middle-aged (4-week) WT (w1118/+) and Atg8a-OEmale flies.
* P 0.05 and *** P 0.001.
doi:10.1371/journal.pone.0132768.g007
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Obp56g, Obp57a, Obp57c, and Obp99b genes (olfactory binding proteins) are significantly
reduced in the heads of 4-week old male flies (Fig 7E) [55–57]. This suggests that olfactory
defects may occur at this age, thus impacting the selection of courtship partners and the coordi-
nation of complex behavior patterns [3, 31, 41, 58]. Interestingly, young Atg8a-OE flies start
with similar Obp expression profiles as young WT flies; however, Atg8a-OE flies retain youth-
ful expression profiles at later ages when WT flies exhibit an age-related decrease (Fig 7E).
Together with extending longevity and lowering aggregate profiles [9, 16], these results further
demonstrate that older Atg8a-OE flies maintain markers of neural health, including youthful
adult behavior patterns and corresponding expression profiles.
Discussion
In this study, we examined the impact that aging and enhanced levels of autophagy have on the
Drosophila nervous system. We primarily focused on the progressive decline of adult behaviors
at ages that coincide with the natural increase in neural aggregate markers (Ref(2)P and IUP in
the SDS-soluble fraction, see Fig 1) [9,16]. It is well established that aging can have a negative
influence on adult neural function and behaviors, including memory consolidation, locomotor
responses, as well as the modulation of circadian based pathways [2, 6, 7, 25, 31, 59]. The
degeneration of many adult behaviors typically occurs in older flies (6 to 8-weeks). However,
one known exception is the rapid decline in adult climbing or running abilities, which is
assayed by examining the startle-induced locomotion and negative geotaxis response of Dro-
sophila [1, 2, 48, 49]. Other groups have shown the regulation of the NGR and other locomotor
behaviors involves the complex interplay between subsets of neural circuitry and signaling sys-
tems that can include the CRY and dopaminergic pathways [3,55]. While the age-related
decline in the NGR can vary, most fly strains show measurable performance defects by 3-weeks
of age [1, 3, 7]. Consistent with these previous findings, our studies show the NGR profiles of
our laboratory outcrossed strain quickly degenerates, with both middle-aged male and female
flies (4-weeks) showing a 50% reduction in climbing abilities (Fig 2).
Further studies on adult fly behaviors also uncovered a second behavior that becomes pro-
nounced by 4-weeks of age, the increase in nighttime activity in group-housed male flies. On
closer examination, we could not link hyperactivity during dark time periods (ZT12-24) to pro-
gressive defects in male sleep consolidation (Fig 3C and 3E) [22, 50, 60]. Infrared videos
revealed the behavior changes, detected by the DAM system, were consistent with a pro-
nounced increase in males courting other male flies (Fig 7A–7D). This degenerative behavior
was not limited to our outcrossed wild-type male flies (w1118/+), but was also detected in other
common Drosophila strains (Canton-S, w1118, w1118y1) and transgenic lines (APPL-Gal4/+,
UAS-GFP-Atg8a/+), which show a progressive increase in nighttime activity (Fig 6 and S3
Fig).
Atg8a-OE is known to lower neural aggregate profiles in vivo, raising the possibility that
these transgenic flies have improved long-term neural function. Interestingly, we found the
Atg8a-OE flies showed a pronounced reduction in the development of this male-specific night-
time behavior (Fig 6). Therefore, we suggest that monitoring male nighttime behavior could be
used as a novel activity-based assay to assess neural aging at relatively early age (4-weeks).
What makes this an intriguing measure of aging is that it relies on an increase in activity, as
opposed to a decrease in behavior profiles. The majority of adult Drosophila locomotion-based
behaviors decline with age; however, these progressive defects could be attributed to either a
loss of muscle and/or neural function. This suggests that measuring the increase in nighttime
activity could eliminate the confounding effects of muscle-specific impairments and could pro-
vide a relatively direct assessment of neural function.
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Video imaging of young and middle-aged flies clarified that the increase in the male-specific
activity profiles were due to progressive defects in the selection and courtship of appropriate
partners [32, 59, 61]. It is well established that the ability of male Drosophila to select courtship
partners is shaped by visual, auditory, olfactory and tactile cues [29–32]. When comparing
middle-aged males in LL and DD conditions, LL males show reduced levels of subjective night-
time activity (Fig 5). This suggests that having the ability to see and process visual information
is likely maintained in middle-aged males. In addition, the hyperactive profiles of age-matched
flies assayed in DD conditions indicate another sensory system is likely degenerating (Fig 7D
and S5 Fig). Previous Drosophila studies have shown olfactory pheromone processing has
both stimulatory and repressive effects on male aggression and partner selection [31, 32]. Addi-
tional studies have also shown that male flies rely on olfactory cues and learned responses to
suppress courtship of other males and mated female flies [30–32]. Therefore the olfactory path-
way likely facilitates mature males to focus courtship behaviors on more appropriate reproduc-
tive partners (unmated females), thus improving their overall genetic fitness. Our initial
examination of the olfactory system in middle-aged flies identified several OBP genes (Obp56g,
Obp57a, Obp57c, Obp99b) that have an age-dependent reduction in expression, which suggests
that olfactory defects could, in part, contribute to development of this male-specific phenotype
(Fig 7E) [54–57]. The observation that aged Atg8a-OE flies show reduced male-on-male court-
ship, in conjunction with more youthful Obp expression profiles, supports this concept (Fig
7D and 7E).
Drosophila transgenic studies have been instrumental in the development of models that
examine the impact of human cytotoxic protein aggregates on neural function and behaviors.
These in vivo studies have primarily involved dominant mutations that increase the aggrega-
tion tendencies of individual proteins and have provided unique insight into the decline of neu-
ral function. Examples include the expression of PolyQ aggregates and the expression of
human TDP43 protein, both of which reduced locomotor activity of adult flies [62–65]. Simi-
larly, loss-of-function mutations in autophagy genes are associated with clearance defects and
the rapid accumulation of neural aggregates. The influence of autophagy on neural function
and behaviors has been demonstrated in flies containing mutations in the Atg7 and Ref(2)P
genes; mutations in either of these genes result in impaired locomotion and NGR profiles. Fur-
ther, Atg7mutant flies have also been found to have memory defects [27, 28, 63, 65, 66]. In
mouse models, behavioral abnormalities associated with impaired autophagy were also
detected in neural Atg7-conditional knockout mice, which exhibited progressive social interac-
tion and object recognition defects [27, 67, 68]. In contrast, there are limited studies highlight-
ing the role that elevated or increased autophagy levels have on behaviors. Previously we have
shown the Atg8a-OE flies are long lived, stress resistant and have low neural aggregate levels at
advanced ages [9, 16]. During this study we found young Atg8a-OE flies (1-week) start out
with normal 24-hr LD activity profiles. At later ages the Atg8a-OE flies maintain more youthful
behaviors as demonstrated by repressing the dysregulation of male nighttime activity (Fig 6C
and 6D). These findings indicate that transgenic modulation of Atg8a and the autophagic
capacity of aging neurons can influence not only the natural buildup of protein aggregates but
also partly rescue the decline of complex adult fly behaviors. Whether this is due to a direct
effect of enhanced autophagy, reduced neural aggregate loads or a combination of both factors
requires further investigation.
Several progressive disorders, including Alzheimer’s and Parkinson’s disease, involve the
accumulation of cytotoxic proteins (amyloid beta, alpha-synuclein) and neural aggregates that
also contain ubiquitin and p62 (human Ref(2)P homologue) [8,9,14,30,63]. These disorders are
associated with autophagosome/lysosomal trafficking defects as well as progressive behavioral
changes [11, 69–71]. Indeed, several ongoing clinical studies are attempting to develop
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olfactory assays as an early diagnostic tool to assist with the early diagnosis of Alzheimer’s dis-
ease and to assess disease progression [70–72]. Our results show that a subset of adult Dro-
sophila behaviors naturally decline in middle-aged flies, at a time that coincides with reduced
protein clearance capabilities and increased protein aggregate profiles in the nervous system
[9,16]. Our ability to repress the progressive impairment in nighttime activity with pan-neural
expression of Atg8a suggests that these types of studies, together with the quantitative assess-
ment of aggregate profiles, could be used to identify molecular pathways, environmental condi-
tions and potential therapeutic targets that could prevent or treat complex neural degenerative
disorders in humans.
Supporting Information
S1 Fig. The Drosophila RING apparatus. An apparatus was developed and used to measure
and quantify the NGR of Drosophila. The average climbing index (CI) is the distance that indi-
vidual flies climbed in 5 seconds and was determined from 4 replicate trials of fly groups repre-
senting a particular gender, age or genetic background.
(TIF)
S2 Fig. The activity profiles of single-housed male and female flies. Flies were assayed
using 12-hr LD conditions. Average active profiles were determined for light (ZT0-12),
dark (ZT12-24) and mid-dark (ZT15-21) time periods in (A) male and (B) female flies.
See S2 Table for additional information.
(TIF)
S3 Fig. The average mid-dark (ZT15-21) activity profiles of group-housed male flies.Male
flies from Canton-S (N = 60), w1118y1 (Yellow white, N = 60), and w1118 (N = 70) standard
stocks were collected aged and assayed in LAM systems for 48 hour using 12-hr LD conditions
(10 per tube). The average 6-hr mid-dark (ZT15-21) activity profiles for 1 and 4-week old
males from each fly line shows an age-dependent increase in male nighttime activity.  P 0.05
and  P 0.05  P 0.01.
(TIF)
S4 Fig. The 24-hour activity profiles of single-housed female and male flies in DD. Fully
entrained 1 or 4-week old WT flies (w1118/+) were assayed singly for 5 days in DD conditions.
Beam crossings occurring within 30-min bins were averaged per fly for the 5-day testing peri-
ods. (Fig A) Average daily sleep levels (Min per Fly per 24 hours) for an individual group of
flies. (Fig B) Daily activity levels as measured by the average number of beam crossings occur-
ring from CT0-24 over 5 days. (Fig C) 24 hour waking activity profiles of female and male flies
as measured by average activity counts per waking minute.
(TIF)
S5 Fig. Images of aged male behaviors during dark time periods. Starting at midnight, repre-
sentative images were prepared from infrared video recordings. They illustrate the complex
behaviors shown by 4-week old WT (w1118/+, left) and age-matched Atg8a-OE (APPL-Gal4/
GFP-Atg8a, right) male flies. Larger global images show tight clustering or “chaining” of
4-week old WT males. Male-on-male courtship becomes pronounced with all males within the
group joining into extended, dynamic bouts of activity. The age-matched Atg8a-OE rescue
males remain stationary and evenly distributed during this time period.
(TIF)
S1 Table. The rapid iterative negative geotaxis (RING) system used to determine the nega-
tive geotaxis response (NGR) of adult Drosophila. The number of individual flies (N)
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examined and their descriptive statistics including the average and SEM values of male and
female WT flies (w1118/+) at different ages.
(DOCX)
S2 Table. Descriptive statistics of Drosophila activity between 1 to 4-weeks of age. A. Sin-
gle-housed WTmale flies (w1118/+) in LD conditions for 48-hrs. B. Single-housed WT female
flies (w1118/+) in LD conditions for 48-hrs. C. Group-housed WTmale flies (w1118/+) in LD
conditions for 48-hrs.D. Group-housed WT female flies (w1118/+) in LD conditions for 48-hrs.
E. Group-housed APPL-Gal4/+, UAS-GFP-Atg8a/+ and APPL-Gal4/GFP-Atg8a (Atg8a-OE)
male flies in LD conditions for 48-hrs. F. Group-housed WTmale flies (w1118/+) in DD condi-
tions for 48-hrs. G. Group-housed WTmale flies (w1118/+) in LL conditions for 48-hrs.
(DOCX)
Acknowledgments
We would like to thank Dr. Cynthia Hughes (NSI) for the helpful discussions regarding sleep
and circadian cycle behaviors and aging in Drosophila. We would like to thank Dr. Sanford
Bernstein and Dr. Kaplana White for fly lines. We would also like to thank Simon Gjøen for
his expertise in imaging and film editing. This work was supported by grants from NIH/NIA,
including R44AG033427 and R01AG039628. JER was supported by NSF Graduate Research
Fellowship (DGE-1144086) and the UCSD Graduate Cellular and Molecular Pharmacology
(T32 GM007752).
Author Contributions
Conceived and designed the experiments: EPR REM RWK KDF. Performed the experiments:
EPR REM RWK AGMA AB JMS JER KAF. Analyzed the data: JERWJJ EPR REM RWK DRH
GLH KDF. Contributed reagents/materials/analysis tools: AGMA AB JMS KAF JERWJJ EPR
REM RWK DRH GLH KDF. Wrote the paper: EPR REMWJJ KDF.
References
1. Gargano JW, Martin I, Bhandari P, Grotewiel MS. Rapid iterative negative geotaxis (RING): a new
method for assessing age-related locomotor decline in Drosophila. Experimental gerontology. 2005; 40
(5):386–95. Epub 2005/05/28. doi: S0531-5565(05)00034-3 [pii] doi: 10.1016/j.exger.2005.02.005
PMID: 15919590.
2. Simon AF, Liang DT, Krantz DE. Differential decline in behavioral performance of Drosophila melano-
gaster with age. Mech Ageing Dev. 2006; 127(7):647–51. Epub 2006/04/18. doi: S0047-6374(06)
00071-6 [pii] doi: 10.1016/j.mad.2006.02.006 PMID: 16616306.
3. White KE, Humphrey DM, Hirth F. The dopaminergic system in the aging brain of Drosophila. Frontiers
in neuroscience. 2010; 4:205. Epub 2010/12/18. doi: 10.3389/fnins.2010.00205 PMID: 21165178;
PubMed Central PMCID: PMC3002484.
4. van Swinderen B. Attention-like processes in Drosophila require short-term memory genes. Science.
2007; 315(5818):1590–3. Epub 2007/03/17. doi: 315/5818/1590 [pii] doi: 10.1126/science.1137931
PMID: 17363675.
5. Tamura T, Chiang AS, Ito N, Liu HP, Horiuchi J, Tully T, et al. Aging specifically impairs amnesiac-
dependent memory in Drosophila. Neuron. 2003; 40(5):1003–11. Epub 2003/12/09. doi:
S0896627303007323 [pii]. PMID: 14659098.
6. Yamazaki D, Horiuchi J, Nakagami Y, Nagano S, Tamura T, Saitoe M. The Drosophila DCOmutation
suppresses age-related memory impairment without affecting lifespan. Nature neuroscience. 2007; 10
(4):478–84. doi: 10.1038/nn1863 PMID: 17322874.
7. Chen AY, Wilburn P, Hao X, Tully T. Walking deficits and centrophobism in an alpha-synuclein fly
model of Parkinson's disease. Genes, brain, and behavior. 2014; 13(8):812–20. Epub 2014/08/13. doi:
10.1111/gbb.12172 PMID: 25113870; PubMed Central PMCID: PMC4262005.
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 16 / 20
8. Filimonenko M, Isakson P, Finley KD, Anderson M, Jeong H, Melia TJ, et al. The selective macroauto-
phagic degradation of aggregated proteins requires the PI3P-binding protein Alfy. Mol Cell. 2010; 38
(2):265–79. Epub 2010/04/27. doi: S1097-2765(10)00284-4 [pii] doi: 10.1016/j.molcel.2010.04.007
PMID: 20417604; PubMed Central PMCID: PMC2867245.
9. Bartlett BJ, Isakson P, Lewerenz J, Sanchez H, Kotzebue RW, Cumming RC, et al. p62, Ref(2)P and
ubiquitinated proteins are conserved markers of neuronal aging, aggregate formation and progressive
autophagic defects. Autophagy. 2011; 7(6). Epub 2011/02/18. doi: 14943 [pii]. PMID: 21325881.
10. Reggiori F, Komatsu M, Finley K, Simonsen A. Autophagy: more than a nonselective pathway. Interna-
tional journal of cell biology. 2012; 2012:219625. doi: 10.1155/2012/219625 PMID: 22666256; PubMed
Central PMCID: PMC3362037.
11. Cuervo AM, Bergamini E, Brunk UT, DrogeW, Ffrench M, Terman A. Autophagy and aging: the impor-
tance of maintaining "clean" cells. Autophagy. 2005; 1(3):131–40. Epub 2006/07/29. doi: 2017 [pii].
PMID: 16874025.
12. Cumming RC, Simonsen A, Finley KD. Quantitative analysis of autophagic activity in Drosophila neural
tissues by measuring the turnover rates of pathway substrates. Methods Enzymol. 2008; 451:639–51.
Epub 2009/02/03. doi: S0076-6879(08)03235-7 [pii] doi: 10.1016/S0076-6879(08)03235-7 PMID:
19185743.
13. Finley KD, Edeen PT, Cumming RC, Mardahl-Dumesnil MD, Taylor BJ, Rodriguez MH, et al. blue
cheese mutations define a novel, conserved gene involved in progressive neural degeneration. The
Journal of neuroscience: the official journal of the Society for Neuroscience. 2003; 23(4):1254–64.
Epub 2003/02/25. doi: 23/4/1254 [pii]. PMID: 12598614; PubMed Central PMCID: PMC1975817.
14. Nezis IP, Simonsen A, Sagona AP, Finley K, Gaumer S, Contamine D, et al. Ref(2)P, the Drosophila
melanogaster homologue of mammalian p62, is required for the formation of protein aggregates in
adult brain. The Journal of cell biology. 2008; 180(6):1065–71. Epub 2008/03/19. doi: jcb.200711108
[pii] doi: 10.1083/jcb.200711108 PMID: 18347073; PubMed Central PMCID: PMC2290837.
15. Simonsen A, Cumming RC, Lindmo K, Galaviz V, Cheng S, Rusten TE, et al. Genetic modifiers of the
Drosophila blue cheese gene link defects in lysosomal transport with decreased life span and altered
ubiquitinated-protein profiles. Genetics. 2007; 176(2):1283–97. Epub 2007/04/17. doi: genet-
ics.106.065011 [pii] doi: 10.1534/genetics.106.065011 PMID: 17435236; PubMed Central PMCID:
PMC1894590.
16. Simonsen A, Cumming RC, Brech A, Isakson P, Schubert DR, Finley KD. Promoting basal levels of
autophagy in the nervous system enhances longevity and oxidant resistance in adult Drosophila.
Autophagy. 2008; 4(2):176–84. Epub 2007/12/07. doi: 5269 [pii]. PMID: 18059160.
17. Liu H, Miller MS, Swank DM, Kronert WA, Maughan DW, Bernstein SI. Paramyosin phosphorylation
site disruption affects indirect flight muscle stiffness and power generation in Drosophila melanogaster.
Proceedings of the National Academy of Sciences of the United States of America. 2005; 102
(30):10522–7. Epub 2005/07/16. doi: 0500945102 [pii] doi: 10.1073/pnas.0500945102 PMID:
16020538; PubMed Central PMCID: PMC1180758.
18. Finley KD, Edeen PT, Foss M, Gross E, Ghbeish N, Palmer RH, et al. Dissatisfaction encodes a tail-
less-like nuclear receptor expressed in a subset of CNS neurons controlling Drosophila sexual behav-
ior. Neuron. 1998; 21(6):1363–74. Epub 1999/01/12. doi: S0896-6273(00)80655-8 [pii]. PMID:
9883729.
19. Finley KD, Taylor BJ, Milstein M, McKeownM. dissatisfaction, a gene involved in sex-specific behavior
and neural development of Drosophila melanogaster. Proceedings of the National Academy of Sci-
ences of the United States of America. 1997; 94(3):913–8. Epub 1997/02/04. PMID: 9023356; PubMed
Central PMCID: PMC19613.
20. Beaver LM, Giebultowicz JM. Regulation of copulation duration by period and timeless in Drosophila
melanogaster. Current biology: CB. 2004; 14(16):1492–7. Epub 2004/08/25. doi: 10.1016/j.cub.2004.
08.022 PMID: 15324667.
21. Chen AY, Xia S, Wilburn P, Tully T. Olfactory deficits in an alpha-synuclein fly model of Parkinson's dis-
ease. PloS one. 2014; 9(5):e97758. Epub 2014/06/01. doi: 10.1371/journal.pone.0097758 PMID:
24879013; PubMed Central PMCID: PMC4039441.
22. Koh K, Evans JM, Hendricks JC, Sehgal A. A Drosophila model for age-associated changes in sleep:
wake cycles. Proceedings of the National Academy of Sciences of the United States of America. 2006;
103(37):13843–7. Epub 2006/08/30. doi: 0605903103 [pii] doi: 10.1073/pnas.0605903103 PMID:
16938867; PubMed Central PMCID: PMC1564207.
23. Rakshit K, Krishnan N, Guzik EM, Pyza E, Giebultowicz JM. Effects of aging on the molecular circadian
oscillations in Drosophila. Chronobiology international. 2012; 29(1):5–14. Epub 2012/01/06. doi: 10.
3109/07420528.2011.635237 PMID: 22217096; PubMed Central PMCID: PMC3265550.
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 17 / 20
24. Andretic R, van Swinderen B, Greenspan RJ. Dopaminergic modulation of arousal in Drosophila. Cur-
rent biology: CB. 2005; 15(13):1165–75. Epub 2005/07/12. doi: S0960-9822(05)00514-2 [pii] doi: 10.
1016/j.cub.2005.05.025 PMID: 16005288.
25. Piazza N, Gosangi B, Devilla S, Arking R, Wessells R. Exercise-training in young Drosophila melano-
gaster reduces age-related decline in mobility and cardiac performance. PloS one. 2009; 4(6):e5886.
Epub 2009/06/12. doi: 10.1371/journal.pone.0005886 PMID: 19517023; PubMed Central PMCID:
PMC2691613.
26. Rakshit K, Wambua R, Giebultowicz TM, Giebultowicz JM. Effects of exercise on circadian rhythms
and mobility in aging Drosophila melanogaster. Experimental gerontology. 2013; 48(11):1260–5. Epub
2013/08/07. doi: 10.1016/j.exger.2013.07.013 PMID: 23916842; PubMed Central PMCID:
PMC3798010.
27. Juhasz G, Erdi B, Sass M, Neufeld TP. Atg7-dependent autophagy promotes neuronal health, stress
tolerance, and longevity but is dispensable for metamorphosis in Drosophila. Genes Dev. 2007; 21
(23):3061–6. Epub 2007/12/07. doi: 21/23/3061 [pii] doi: 10.1101/gad.1600707 PMID: 18056421;
PubMed Central PMCID: PMC2081972.
28. de Castro IP, Costa AC, Celardo I, Tufi R, Dinsdale D, Loh SH, et al. Drosophila ref(2)P is required for
the parkin-mediated suppression of mitochondrial dysfunction in pink1 mutants. Cell death & disease.
2013; 4:e873. doi: 10.1038/cddis.2013.394 PMID: 24157867; PubMed Central PMCID: PMC3920958.
29. Agrawal S, Safarik S, Dickinson M. The relative roles of vision and chemosensation in mate recognition
of Drosophila melanogaster. The Journal of experimental biology. 2014; 217(Pt 15):2796–805. doi: 10.
1242/jeb.105817 PMID: 24902744.
30. Joiner MA, Griffith LC. Visual input regulates circuit configuration in courtship conditioning of Drosophila
melanogaster. Learning & memory. 2000; 7(1):32–42. PMID: 10706600; PubMed Central PMCID:
PMC311320.
31. Tsai HY, Huang YW. Image tracking study on courtship behavior of Drosophila. PloS one. 2012; 7(4):
e34784. doi: 10.1371/journal.pone.0034784 PMID: 22496861; PubMed Central PMCID: PMC3319603.
32. Ziegler AB, Berthelot-Grosjean M, Grosjean Y. The smell of love in Drosophila. Frontiers in physiology.
2013; 4:72. doi: 10.3389/fphys.2013.00072 PMID: 23576993; PubMed Central PMCID: PMC3617446.
33. Lindmo K, Brech A, Finley KD, Gaumer S, Contamine D, Rusten TE, et al. The PI 3-kinase regulator
Vps15 is required for autophagic clearance of protein aggregates. Autophagy. 2008; 4(4):500–6. Epub
2008/03/11. doi: 5829 [pii]. PMID: 18326940.
34. Lindmo K, Simonsen A, Brech A, Finley K, Rusten TE, Stenmark H. A dual function for Deep orange in
programmed autophagy in the Drosophila melanogaster fat body. Exp Cell Res. 2006; 312(11):2018–
27. Epub 2006/04/08. doi: S0014-4827(06)00088-7 [pii] doi: 10.1016/j.yexcr.2006.03.002 PMID:
16600212.
35. Clausen TH, Lamark T, Isakson P, Finley K, Larsen KB, Brech A, et al. p62/SQSTM1 and ALFY interact
to facilitate the formation of p62 bodies/ALIS and their degradation by autophagy. Autophagy. 2010; 6
(3). Epub 2010/02/20. doi: 11226 [pii]. PMID: 20168092.
36. Joiner WJ, Crocker A, White BH, Sehgal A. Sleep in Drosophila is regulated by adult mushroom bodies.
Nature. 2006; 441(7094):757–60. doi: 10.1038/nature04811 PMID: 16760980.
37. Rakshit K, Giebultowicz JM. Cryptochrome restores dampened circadian rhythms and promotes
healthspan in aging Drosophila. Aging cell. 2013; 12(5):752–62. Epub 2013/05/23. doi: 10.1111/acel.
12100 PMID: 23692507; PubMed Central PMCID: PMC3772985.
38. van Alphen B, Yap MH, Kirszenblat L, Kottler B, van Swinderen B. A dynamic deep sleep stage in Dro-
sophila. The Journal of neuroscience: the official journal of the Society for Neuroscience. 2013; 33
(16):6917–27. doi: 10.1523/JNEUROSCI.0061-13.2013 PMID: 23595750; PubMed Central PMCID:
PMC3670110.
39. Heinrichsen ET, Zhang H, Robinson JE, Ngo J, Diop S, Bodmer R, et al. Metabolic and transcriptional
response to a high-fat diet in Drosophila melanogaster. Molecular metabolism. 2014; 3(1):42–54. doi:
10.1016/j.molmet.2013.10.003 PMID: 24567903; PubMed Central PMCID: PMC3929909.
40. Joiner WJ, Friedman EB, Hung HT, Koh K, Sowcik M, Sehgal A, et al. Genetic and anatomical basis of
the barrier separating wakefulness and anesthetic-induced unresponsiveness. PLoS genetics. 2013; 9
(9):e1003605. doi: 10.1371/journal.pgen.1003605 PMID: 24039590; PubMed Central PMCID:
PMC3764144.
41. WuMN, Koh K, Yue Z, Joiner WJ, Sehgal A. A genetic screen for sleep and circadian mutants reveals
mechanisms underlying regulation of sleep in Drosophila. Sleep. 2008; 31(4):465–72. PMID:
18457233; PubMed Central PMCID: PMC2279757.
42. Linford NJ, Chan TP, Pletcher SD. Re-patterning sleep architecture in Drosophila through gustatory
perception and nutritional quality. PLoS genetics. 2012; 8(5):e1002668. doi: 10.1371/journal.pgen.
1002668 PMID: 22570630; PubMed Central PMCID: PMC3342939.
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 18 / 20
43. Dean T, Xu R, Joiner W, Sehgal A, Hoshi T. Drosophila QVR/SSSmodulates the activation and C-type
inactivation kinetics of Shaker K(+) channels. The Journal of neuroscience: the official journal of the
Society for Neuroscience. 2011; 31(31):11387–95. doi: 10.1523/JNEUROSCI.0502-11.2011 PMID:
21813698; PubMed Central PMCID: PMC3183472.
44. Chiu JC, Low KH, Pike DH, Yildirim E, Edery I. Assaying locomotor activity to study circadian rhythms
and sleep parameters in Drosophila. Journal of visualized experiments: JoVE. 2010;(43: ). doi: 10.
3791/2157 PMID: 20972399; PubMed Central PMCID: PMC3229366.
45. Gilestro GF. Video tracking and analysis of sleep in Drosophila melanogaster. Nature protocols. 2012;
7(5):995–1007. doi: 10.1038/nprot.2012.041 PMID: 22538850.
46. Zatloukal K, Stumptner C, Fuchsbichler A, Heid H, Schnoelzer M, Kenner L, et al. p62 Is a common
component of cytoplasmic inclusions in protein aggregation diseases. Am J Pathol. 2002; 160(1):255–
63. Epub 2002/01/12. PMID: 11786419; PubMed Central PMCID: PMC1867135.
47. Marcora MS, Fernandez-Gamba AC, Avendano LA, Rotondaro C, Podhajcer OL, Vidal R, et al. Amy-
loid peptides ABri and ADan show differential neurotoxicity in transgenic Drosophila models of familial
British and Danish dementia. Molecular neurodegeneration. 2014; 9:5. doi: 10.1186/1750-1326-9-5
PMID: 24405716; PubMed Central PMCID: PMC3898387.
48. Rogers I, Kerr F, Martinez P, Hardy J, Lovestone S, Partridge L. Ageing increases vulnerability to
abeta42 toxicity in Drosophila. PloS one. 2012; 7(7):e40569. doi: 10.1371/journal.pone.0040569 PMID:
22808195; PubMed Central PMCID: PMC3395685.
49. Strauss R, Heisenberg M. A higher control center of locomotor behavior in the Drosophila brain. The
Journal of neuroscience: the official journal of the Society for Neuroscience. 1993; 13(5):1852–61.
Epub 1993/05/01. PMID: 8478679.
50. Sehgal A, Joiner W, Crocker A, Koh K, Sathyanarayanan S, Fang Y, et al. Molecular analysis of sleep:
wake cycles in Drosophila. Cold Spring Harbor symposia on quantitative biology. 2007; 72:557–64. doi:
10.1101/sqb.2007.72.018 PMID: 18419315.
51. Andretic R, Kim YC, Jones FS, Han KA, Greenspan RJ. Drosophila D1 dopamine receptor mediates
caffeine-induced arousal. Proceedings of the National Academy of Sciences of the United States of
America. 2008; 105(51):20392–7. Epub 2008/12/17. doi: 0806776105 [pii] doi: 10.1073/pnas.
0806776105 PMID: 19074291; PubMed Central PMCID: PMC2629270.
52. Giebultowicz J, Kapahi P. Circadian clocks and metabolism: the nutrient-sensing AKT and TOR path-
ways make the link. Current biology: CB. 2010; 20(14):R608–9. Epub 2010/07/27. doi: 10.1016/j.cub.
2010.05.052 PMID: 20656206.
53. Liu W, Guo F, Lu B, Guo A. amnesiac regulates sleep onset and maintenance in Drosophila melanoga-
ster. Biochemical and biophysical research communications. 2008; 372(4):798–803. Epub 2008/06/03.
doi: S0006-291X(08)01049-8 [pii] doi: 10.1016/j.bbrc.2008.05.119 PMID: 18514063.
54. Vosshall LB, Stensmyr MC. Wake up and smell the pheromones. Neuron. 2005; 45(2):179–81. doi: 10.
1016/j.neuron.2005.01.001 PMID: 15664166.
55. Arya GH, Weber AL, Wang P, Magwire MM, Negron YL, Mackay TF, et al. Natural variation, functional
pleiotropy and transcriptional contexts of odorant binding protein genes in Drosophila melanogaster.
Genetics. 2010; 186(4):1475–85. doi: 10.1534/genetics.110.123166 PMID: 20870963; PubMed Cen-
tral PMCID: PMC2998325.
56. Harada E, Haba D, Aigaki T, Matsuo T. Behavioral analyses of mutants for two odorant-binding protein
genes, Obp57d and Obp57e, in Drosophila melanogaster. Genes & genetic systems. 2008; 83(3):257–
64. PMID: 18670137.
57. Vieira FG, Sanchez-Gracia A, Rozas J. Comparative genomic analysis of the odorant-binding protein
family in 12 Drosophila genomes: purifying selection and birth-and-death evolution. Genome biology.
2007; 8(11):R235. doi: 10.1186/gb-2007-8-11-r235 PMID: 18039354; PubMed Central PMCID:
PMC2258175.
58. Krishnan N, Kretzschmar D, Rakshit K, Chow E, Giebultowicz JM. The circadian clock gene period
extends healthspan in aging Drosophila melanogaster. Aging. 2009; 1(11):937–48. Epub 2010/02/17.
PMID: 20157575; PubMed Central PMCID: PMC2815745.
59. Kuo TH, Yew JY, Fedina TY, Dreisewerd K, Dierick HA, Pletcher SD. Aging modulates cuticular hydro-
carbons and sexual attractiveness in Drosophila melanogaster. The Journal of experimental biology.
2012; 215(Pt 5):814–21. doi: 10.1242/jeb.064980 PMID: 22323204; PubMed Central PMCID:
PMC3275430.
60. WuMN, Joiner WJ, Dean T, Yue Z, Smith CJ, Chen D, et al. SLEEPLESS, a Ly-6/neurotoxin family
member, regulates the levels, localization and activity of Shaker. Nature neuroscience. 2010; 13(1):69–
75. doi: 10.1038/nn.2454 PMID: 20010822; PubMed Central PMCID: PMC2842941.
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 19 / 20
61. Fedina TY, Kuo TH, Dreisewerd K, Dierick HA, Yew JY, Pletcher SD. Dietary effects on cuticular hydro-
carbons and sexual attractiveness in Drosophila. PloS one. 2012; 7(12):e49799. doi: 10.1371/journal.
pone.0049799 PMID: 23227150; PubMed Central PMCID: PMC3515564.
62. Ehrnhoefer DE, Duennwald M, Markovic P, Wacker JL, Engemann S, Roark M, et al. Green tea (-)-epi-
gallocatechin-gallate modulates early events in huntingtin misfolding and reduces toxicity in Hunting-
ton's disease models. Human molecular genetics. 2006; 15(18):2743–51. Epub 2006/08/09. doi:
ddl210 [pii] doi: 10.1093/hmg/ddl210 PMID: 16893904.
63. Rusten TE, Simonsen A. ESCRT functions in autophagy and associated disease. Cell Cycle. 2008; 7
(9):1166–72. Epub 2008/04/18. doi: 5784 [pii]. PMID: 18418046.
64. Diaper DC, Adachi Y, Lazarou L, Greenstein M, Simoes FA, Di Domenico A, et al. Drosophila TDP-43
dysfunction in glia and muscle cells cause cytological and behavioural phenotypes that characterize
ALS and FTLD. Human molecular genetics. 2013; 22(19):3883–93. doi: 10.1093/hmg/ddt243 PMID:
23727833; PubMed Central PMCID: PMC3766182.
65. Seelaar H, Klijnsma KY, de Koning I, van der Lugt A, Chiu WZ, Azmani A, et al. Frequency of ubiquitin
and FUS-positive, TDP-43-negative frontotemporal lobar degeneration. J Neurol. 2009. Epub 2009/12/
01. doi: 10.1007/s00415-009-5404-z PMID: 19946779.
66. Diaper DC, Adachi Y, Sutcliffe B, Humphrey DM, Elliott CJ, Stepto A, et al. Loss and gain of Drosophila
TDP-43 impair synaptic efficacy and motor control leading to age-related neurodegeneration by loss-
of-function phenotypes. Human molecular genetics. 2013; 22(8):1539–57. doi: 10.1093/hmg/ddt005
PMID: 23307927; PubMed Central PMCID: PMC3605831.
67. Komatsu M, Waguri S, Chiba T, Murata S, Iwata J, Tanida I, et al. Loss of autophagy in the central ner-
vous system causes neurodegeneration in mice. Nature. 2006; 441(7095):880–4. Epub 2006/04/21.
doi: nature04723 [pii] doi: 10.1038/nature04723 PMID: 16625205.
68. Juhasz G, Neufeld TP. Drosophila Atg7: required for stress resistance, longevity and neuronal homeo-
stasis, but not for metamorphosis. Autophagy. 2008; 4(3):357–8. Epub 2008/01/25. doi: 5572 [pii].
PMID: 18216496.
69. Nixon RA. Autophagy, amyloidogenesis and Alzheimer disease. J Cell Sci. 2007; 120(Pt 23):4081–91.
Epub 2007/11/23. doi: 120/23/4081 [pii] doi: 10.1242/jcs.019265 PMID: 18032783.
70. Hara T, Nakamura K, Matsui M, Yamamoto A, Nakahara Y, Suzuki-Migishima R, et al. Suppression of
basal autophagy in neural cells causes neurodegenerative disease in mice. Nature. 2006; 441
(7095):885–9. Epub 2006/04/21. doi: nature04724 [pii] doi: 10.1038/nature04724 PMID: 16625204.
71. Yang DS, Stavrides P, Saito M, Kumar A, Rodriguez-Navarro JA, Pawlik M, et al. Defective macroauto-
phagic turnover of brain lipids in the TgCRND8 Alzheimer mouse model: prevention by correcting lyso-
somal proteolytic deficits. Brain: a journal of neurology. 2014; 137(Pt 12):3300–18. doi: 10.1093/brain/
awu278 PMID: 25270989; PubMed Central PMCID: PMC4240291.
72. Bishop NA, Lu T, Yankner BA. Neural mechanisms of ageing and cognitive decline. Nature. 2010; 464
(7288):529–35. Epub 2010/03/26. doi: nature08983 [pii] doi: 10.1038/nature08983 PMID: 20336135.
Aging and Autophagy Influences on Adult Drosophila Behaviors
PLOS ONE | DOI:10.1371/journal.pone.0132768 July 16, 2015 20 / 20
